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:AII-3 complex contoured at 2.4 a. Enzyme residues Phe-131, Leu-198, Thr-199, Pro-202, and Zn 2+ 
ut to the thiocarbonyl moiety. No electron density is observed for the fluorescein portion of compound 
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Figure 5. Zn 2 + concentration-dependent fluorescence anisotropies of 
1 /iM 3 are depicted in the absence (triangles) and presence (circles) 
of 1 fiM apo-CAII. Anisotropy = - /J/(/n + 2/J; see eq 6. 

An electron density map of the CAII— 3 complex is shown in 
Figure 4, and selected enzyme— inhibitor interactions are 
recorded in Table 2. We note that the hydrophobic and 
hydrogen bond interactions described in the previous paragraph 
are presumably sufficient to stabilize inhibitor binding to the 
apoenzyme, although with — 10 3 -fold weaker affinity, in the 

iiMMiitiiHHiiMiMMi 


